Page 40, line 3, after^an", delete "A.", insert-^.-- 

Page 40, line 4, delete u t\rniQfaciQns'\Jjas^—tumefaciens—. 

Page 40, line 6, after "of, delete "cdcultivation", insert— co-cultivation- 

Page 40, line 9, after "28±2°C,", delete"30,iE", insert--30 m'Y 1 --. 

Page 40, line 14, after "NH4CI: 55 , deleters", insert--B 5 -. 

Page 40, line 15, after "mg/L", delete "carb*^insert--carbenicillin--. 

Page 40, line 27, after "80-85°Vnsert--F--. 



In the claims 



1 . (Amended) A DNA sequence comprising as operably joined components in the direction 
of transcription, a cotton fiber transcriptional factor functional in a cotton fiber cell and an open 
reading frame encoding a protein [of interest,] in a pigment biosynthesis pathway wherein said 
transcriptional factor is selected from the 4-4 and the rac promoter sequences and is obtained by 
the method of probing a gnomic library derived from a plant fiber tissue with up to the full 
length of a probe derived from the cDNA sequence shown in SEP ID NO:l or SEP ID NO:7 or 
SEO ID NO: 12 or SEO ID NO: 15 or SEP ED NO: 16 and isolating a nucleotide sequence which 
has promoter activity from the 5' flanking region of genomic DNA which specifically hybridizes 
to said probe, whereby said transcriptional factor is obtained. 



it* 



2. (Reiterated) The DNA sequence according to Claim 1, further comprising a transport 
signal encoding sequence from a plant nuclear-encoded gene. 



(Amended) The DNA sequence according to Claim 2, wherein said transport signal 
encoding sequStiee^gomprises a plastid transit [peptid] peptide . 

4. (Amended) The DNA sequence^CGQrding to Claim 1 , wherein said DNA sequence 
further comprises as an operably joined compon(^a 4ransport signal encoding sequence 
[encodes] for a signal peptide which provides for transpoitat*QSS the rough endoplasmic 
reticulum. 
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7. (Amended) TheDNA"secpe^ 
bacterial or a plant gene. 



8. (Amended) The DNA sequence of Claim 7 wherein said [bacterial] gene is selected 
from the group consisting of ORF438, tyrA, anthocyanin R gene, anthocyanin CI gene, pig, 
and tna. 




Jf. (Amended) X DNA construct comprising a [promoter for transcription in a plant cell 
operably joined to saicta DNA sequence of Claim 1 . 



& 




10. (Amended) AI5NA~Tcms4«iCJjo£C^im 9 wherein said plant cell is a cotton fiber cell] 
comprising two DNA sequences according to Clalm^h^vherein said protein in a biosynthesis 
pathway in each of said two DNA sequences is not encoded by^he^ame gene. 

Cancel claim 11. [11. The DNA construct of Claim 10 wherein said promoter is a tomato 4-4 

r 

and rac promoter.] 

12. (Reiterated) A plant cell comprising a DNA construct of Claim 9. 

13. (Reiterated) A plant comprising a plant cell of Claim 12. 



StZ^i ^ 14. (Amended) A method of modifying fibe/phenotype in a cotton plant, said method 



comprising: 

transforming a plant cell with a DN^f [comprising a] construct [for] according to Claim 
9 or 10 [for expression of a protein in a Dfgment biosynthesis pathway, wherein said construct 
comprises as operably joined componeriis: 

a transcriptional initiation region functional in cells of said plant tissue, 

an open reading frame encoding a protein of interest, and 
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0t 



a transcriptional initiation region funpfional in cells of said plant tissue, 
an open reading frame encoding ^protein of interest, and 

a transcriptional termination re$on functional in cells of said plant tissue, wherein said 
plant tissue comprises a substrate <rf/said protein] according to Claim 9 or 10 : and 

growing said plant cell to/produce a plant comprising said fiber tissue, wherein said plant 
tissue comprises a substrate ofsaid protein of interest, and wherein said protein reacts with said 
substrate to produce said pigment , whereby the phenotvpe of said fiber is modified . 

lended) The method of Claim 14 [further comprising] wherein said DNA construct 
further comprises afransport signal encoding sequence from a plant nuclear-encoded gene. 




1 6. (Amended) The method of Claim 14 wherein^aidJ}NA construct further comprises a 
transport signal encoding sequence , which encodes a signal pepticte^Jiich provides for transport 
across the rough endoplasmic reticulum. 



Cancel Claim 17. 




lod 



of Claim 16 wherein said DNA comprises constructs for 
(y {/ expression of two proteins in a pigment biosynthesis^jatiiway [, wherein each of said constructs 
comprises said components i) through iv), and] wherein saidtw&^oteins are not encoded by the 
same gene. 

\ i3 

(Amended) The method of Claim [ 1 7 or] J#wherein said pigment is melanin and said 
i proteins are encoded by tyrA and ORF438. 

\ 43 

(Amendech The method of Claim [17] J^wherein said pigment is indigo and said 
proteins are encoded by tna and pig. 
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21 . (Amended) The method of Claim [17] jy^Wherein said pigment is [anythocyanin] 
anthocvanin and said [constructs comprise] two proteins are the anthocyanin R and CI 
[regulatory genes] proteins . 
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(Amended) The method of Claim 14 wherein said [plant] fiber tissue is a cotton burr. 

23. (Amencted)A recombinant DNA construct comprising the cotton tissue transcriptional 
sequence shown in [Figtee2] SEP ID NO: 7 . 



24. (Amended) A recombinant DNA'fceQstruct comprising the cotton tissue transcriptional 
sequence shown in [Figure 5] SEQIDNO: 15 . 

25. (Amended) An isolated DNA [encoding] comprising thefrucleotide sequence [of Figure] 
shown in SEP ID NO: 1. 

26. (Amended) An isolated DNA [encoding] comprising the nucleotide sequence [of Figure 
4] shown in SEP ID NO: 12 . 



27. (Am0Wed) The method of Claim 14 wherein said protein [of interest] is [involved in the 
synthesis of^ ^gzyme in the biosvnthetic or degradation pathway of a plant [hormone] 
ngment. 



Add the following new claims. 



i/ — i 



28.* The DNA sequence according'fo Claim 1 wherein said plant fiber tissue is cotton fiber 
tissue: 



29. The DNA sequertcejiccording to Claim 28 wherein said transcription factor is selected 
from the group consistinJWsEQ ID ND: 1, SEQ ID NP: 7, SEQ ID NP: 1 1, SEQ ID NP: 12, 
and SEQ ID NP: 16. 



transcriptional factor is obtained by the method of probing a genomic library derived from a 
plant fiber tissue with up to the full length of a probe derived from the cDNA sequence shown 
^ IjnJSEQ.ID NO:2 or. SEQ.ID NO:5 or SEQ.ID NO:XXX(Fig. 7)XXX. Add claim.s 
^31. ^ The DNA Sequence according to Claim 30, further comprising a transport signal 
si encoding sequence from a plant nuclear-encoded gene. 

*t — & 

J? HSll The DNA sequenoTaecordingJo^ said transport signal encoding 

sequence comprises a plastid transit peptide 

5V \ 

$2r. 1 The DNA sequence according to Claim 30, further comprising a transport signal 
^ yg^l encoding sequence for a signal peptide which provides for transport across the rough 
endoplasmic reticulum. 





52- 



5 ^ The DNA -s equence accuidiiig l o-e 

^ 3' to said open reading frame, a vacuolar localization signal 



erein said sequence farther comprises, 




' gene. 



The DNf^sequence of Claim JXf wherein said open reading frame is from a bacterial 



2)^* ^ The DNA sequeno 





herein said gene is selected from the group 



consisting of fyrA, pig, and tna. 

3?: A DNA construct comprising a DNA sequence of Claim 30. 



^^/p^ The DNA construct of^Claipg^^^herein said plant cell is a cotton fiber cell. 
/J) A plant cell coi npasing^aDNA construct of Claiip-37. 




s4t). A plant comprising a plant cell of Claim, 
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£9. A plant celcomprising a DNA construct of ClaimJ7r 
.40. A plant comprising a plant cell of Claim^r 



tissue. 



The DNA sequence according to Claim 30 wherein said plant fiber tissue is cotton fiber 



The DNA sequence according to Claim jd? wherein said transcription factor is selected 
from the group consisting of SEQ ID NO: 1, SEQ ID NO: 7, SEQ ID NO: 1 1 , SEQ ID NO: 12, 
andSEQIDNO: 16. 



yip, 



A DNA sequence Comprising as operably joined components in the direction of 
transcription, a transcriptional factor functional in a cotton fiber cell and an open reading frame 
encoding an enzyme in a bkosynthetic or degradation pathway of melanin or indigo, wherein said 
transcriptional factor is obtained by the method of probing a genomic library derived from a plant 
fiber tissue with up to the flail length of a probe derived from the cDNA sequence shown in SEQ 
ID NO: 1 or SEQ ID NO: ^or SEQ ID NO: 1 1 or SEQ ID NO: 12 or SEQ ID NO: 16. 

The DNA sequence according to Claim^if further comprising a transport signal encoding 
sequen&es^om a plant nuclear-encoded gene. 

The DNA sequSnqe according to Claim^Wfwherein said transport signal encoding 
sequence comprises a plastid tfan§it peptide. 

The DNA sequence according to^Claui>4^^rther comprising a transport signal encoding 
sequence for a signal peptide which provides for tran&pQrt across the rough endoplasmic 
reticulum. 

/ >*7T t The DNA sequence according to Claiiu^oTwherein said sequencHurther comprises, 3' 
to said open reading frame, a vacuolar localization signal. 
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Aff. The DNA sequence of Claim>*3 wherein said open reading frame is from a bacterial 

DNA sequence of Clainy^/herein said gene is selected from the group consisting 
of ORF43^rA,pig, and tna. 
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juence of Claim^3v 



Imm^O wherein said plant cell is a cotton fiber cell. 





A DNA construct comprising a 
^ The DNA constr 

Icompnsmg a DNA construct of Claiin^Of 
Jirf. A plant comprising a plant cell of Clairn^af 

■ «^-„«... 

tissue. 

The DNA sequence according to Cjtum ^Hvherein said transcription factor is selected 
from the group consisting of SEQ rp^UjSEQ ID NO: 7, or SEQ ID NO: 16. 

A DNA sequence comprising as operably joined components in the direction of 
transcription, a transcriptional factor functional in a cotton fiber cell and an open reading frame 
encoding an enzyme in the biosynthetic pathway of a pigment, wherein said transcriptional factor 
is obtained by the method of probing a genomic library derived from a plant fiber tissue with up 
[to the full length of a probe derived from the cDNA sequence shown in SEQ ID NO: 1 or 
SEQ.ID NO: 7 or SEQ ID NO: 1< 
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